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HUMCLK2B 1973 bp mRNA 

Homo sapiens clk2 mRNA, complete cds . 
L29218 

L29218.1 GI:632967 

cdc-like kinase; cell division cycle protein; protein kinase. 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 
Hominidae; Homo. 
1 (bases 1 to 1973) 

Hanes,J., von der Kammer,H., Klaudiny,J. and Scheit,K.H. 
Characterization by cDNA cloning of two new human protein kinases. 
Evidence by sequence comparison of a new family of mammalian 
protein kinases 

J. Mol. Biol. 244 (5), 665-672 (1994) 
7990150 

Original source text: Homo sapiens cDNA to mRNA. 
Location/Qualifiers 
1..1973 

/organism="Homo sapiens" 
/mol_type="mRNA" 
/db xref="taxon: 9606 " 
1. .1973 
/gene="clk2" 
1..1973 
/gene="clk2" 
130. .1629 
/gene="clk2" 
/note="clk2; putative" 
/codon_start=l 
/protein id=" AAA61482 . 1 " 
/db_xref="GI : 632968" 

/translation="MPHPRRYHSSERGSRGSYREHYRSRKHKRRRSRSWSSSSDRTRR 
RRREDSYHVRSRSSYDDRSSDRRVYDRRYCGSYRRNDYSRDRGDAYYDTDYRHSYEYQ 
RENSSYRSQRSSRRKHRRRRRRSRTFSRSSSQHSSRRAKSVEDDAEGHLIYHVGDWLQ 
ERYE I VSTLGEGT FGRVVQC VDHRRGGARVALKI I KNVEKYKEAARLE IN VLEKI NEK 
' DPDNKNLCVQMFDWFDYHGHMCISFELLGLSTFDFLKDNNYLPYPIHQVRHMAFQLCQ 
AVKFLHDNKLTHTDLKPENILFVNSDYELTYNLEKKRDERSVKSTAVRVVDFGSATFD 
HEHHSTIVSTRHYRAPEVILELGWSQPCDVWSIGCIIFEYYVGFTLFQTHDNREHLAM 
MERILGPIPSRMIRKTRKQKYFYRGRLDWDENTSAGRYVRENCKPLRRYLTSEAEEHH 
QLFDLIESMLEYEPAKRLTLGEALQHPFFARLRAEPPNKLWDSSRDISR" 
1950. .1955 
/gene="clk2" 
polyA site 1973 

/gene="clk2" 



gene 



mRNA 



CDS 



polyAsiqnal 



ORIGIN 



1 tcccagggtc ccgggttggg ggggtggagc agcatttcgt cgccgcgggg gtgccgggac 
61 tccggccgca gtgtcgccgc catcacggac ttcctgtggg acaagcgcac gggcctcgcc 
121 gccagaacga tgccgcatcc tcgaaggtac cactcctcag agcgaggcag ccgggggagt 



181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 



taccgtgaac 
agtagtgacc 
agttatgatg 
agacgcaacg 
tcctatgaat 
cacagacggc 
cggagagcca 
tggctacaag 
gtacaatgtg 
gtggagaagt 
aaagaccctg 
cacatgtgta 
aactacctgc 
gtcaagttcc 
tttgtgaatt 
gtgaagagca 
catagcacca 
tggtcacagc 
ttcaccctct 
ggtcctatcc 
cgcctggatt 
ctgcggcggt 
agcatgctag 
ttcttcgccc 
agtcggtgac 
caggacactg 
tctctatata 
ttcaacccct 
ccctcatacg 
ttataaggaa 



actatcggag 
ggacacgacg 
atcgttcgtc 
attatagccg 
atcagcggga 
ggaggaggcg 
agagtgtaga 
agcgatatga 
ttgaccatcg 
acaaggaagc 
acaacaagaa 
tctcctttga 
cctaccccat 
tccatgataa 
cagactatga 
cagctgtgcg 
ttgtctccac 
cttgtgatgt 
tccagaccca 
cttcccggat 
gggatgagaa 
atctgacctc 
agtatgaacc 
gccttcgggc 
gatcaggccc 
gtgctttttt 
cctgtgaata 
gccttgtaca 
gagttggatg 
ttttgtacag 



ccgaaagcat 
gcgtcggcga 
cgaccggagg 
ggatcgggga 
gaacagcagt 
cagccggaca 
ggacgacgct 
aatcgttagc 
caggggtggg 
agctcgactt 
cctctgtgtc 
gcttctgggc 
ccaccaagtg 
caagctgaca 
gctcacctac 
ggtggtagac 
tcgccattac 
gtggagtata 
tgacaacaga 
gatccgaaag 
cacatcagct 
agaggcagag 
agctaagcgg 
tgagccgccc 
tgggcccccc 
atacaagaga 
tgtgaaatag 
taatactatt 
ggggccgagt 
tctttgtgaa 



aagcgacgaa 
gaggacagct 
gtgtatgacc 
gatgcctact 
taccgcagcc 
tttagccgct 
gagggccacc 
accttaggag 
gctcgagttg 
gagatcaacg 
cagatgtttg 
cttagcacct 
cgccacatgg 
catacagacc 
aacctagaga 
tttggcagtg 
cgagcaccag 
ggctgcatca 
gagcatctag 
acaagaaagc 
gggcgctatg 
gaacaccacc 
ctgaccttgg 
aacaagttgt 
tgcatctttt 
acgagccaga 
tgtaaatatg 
ccatccacac 
gaggtaacca 
ataaaataac 



gaagtcgctc 
accatgtccg 
ggcgatactg 
atgacacaga 
agcgcagcag 
catcttcgca 
tcatctacca 
aggggacctt 
ccctgaagat 
tgctagagaa 
actggtttga 
tcgatttcct 
ccttccagct 
tcaagcctga 
agaagcgaga 
ccacctttga 
aagtcatcct 
tctttgaata 
ccatgatgga 
agaaatattt 
ttcgtgagaa 
agctcttcga 
gtgaagccct 
gggactccag 
atagcagtgg 
gttcactcct 
aaagaacttg 
agtttccacc 
ggtggcatct 
gtgcttcatt 



ctggtcaagt 
ttctcgaagc 
tggcagctac 
ctatcggcat 
ccggaggaag 
gcacagcagc 
cgtcggggac 
cggccgagtt 
cattaagaat 
aatcaatgag 
ctaccatggc 
caaagacaac 
gtgccaggct 
aaatattctg 
tgagcgcagt 
ccatgagcac 
tgagttgggc 
ctatgtggga 
aaggatcttg 
ttaccggggt 
ctgcaaaccg 
tctgattgaa 
tcagcatcct 
tcgggatatc 
gtgtccagtc 
tcctcctggc 
tacctatcac 
ctcacctgcc 
accccatgtt 
tga 
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AF033564 1538 bp mRNA linear 

Mus musculus cdc2/CDC28-like kinase 2 (Clk2) mRNA, 
AF033564 

AF033564.1 GI:2645851 



ROD 27-NOV-1997 
complete cds. 



Mus musculus (house mouse) 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Euarchontoglires ; Glires; Rodentia; 
Sciurognathi; Muroidea; Muridae; Murinae; Mus. 

1 (bases 1 to 1538) 

Nayler,0., Stamm,S. and Ullrich, A. 

Characterization and comparison of four serine- and arginine-rich 
(SR) protein kinases 

Biochem. J. 326 (Pt 3), 693-700 (1997) 
9307018 

2 (bases 1 to 1538) 
Nayler,0. and Ullrich, A. 
Direct Submission 
Submitted (10-NOV-1997) 



for 



gene 



CDS 



ORIGIN 



Molecular Biology, Max-Planck-Institut 
Biochemistry, Am Klopferspitz 18A, Martinsried 82152, Germany 
Location/Qualifiers 
1..1538 

/organism="Mus musculus" 
/mo l_t yp e'= "mRNA " 
/db xref="taxon: 10090 " 
1..1538 
/gene="Clk2" 
25.. 1524 
/gene="Clk2" 

/note="SR protein kinase" 
/codon_start=l 

/product="cdc2/CDC28-like kinase 2" 
/protein id=" AAB87508 .1 " 
/db_xref="GI: 2645852" 

/ trans lation="MPHPRRYHSSERGSRGSYHEHYQSRKHKRRRSRSWSSSSDRTRR 
RRREDSYHVRSRSSYDDHSSDRRLYDRRYCGSYRRNDYSRDRGEAYYDTDFRQSYEYH 
RENSSYRSQRSSRRKHRRRRRRSRTFSRSSSHSSRRAKSVEDDAEGHLIYHVGDWLQE 
RYEIVSTLGEGTSGRVVQCVDHRRGGTRVALKIIKNVEKYKEAARLEINVLEKINEKD 
PDNKNLCVQMFDWFDYHGHMC I S FELLGLST FDFLKDNN YL P Y P I HQVRHMAFQLCQA 
VKFLHDNKLTHTDLKPENILFVNSDYELTYNLEKKRDERSVKSTAVRVVDFGSATFDH 
EHHSTIVSTRHYRAPEVILELGWSQPCDVWSIGCIIFEYYVGFTLFQTHDNREHLAMM 
ERILGPVPSRMIRKTRKQKYFYRGRLDWDENTSAGRYVRENCKPLRRYLTSEAEDHHQ 
LFDLIENMLEYEPAKRLTLGEALQHPFFACLRTEPPNTKLWDSSRDISR" 

1 cgcacgggcc tcgccgccag aacgatgccc catccccgaa ggtaccattc ctcagagcga 

61 ggtagccggg ggagttacca cgaacactat cagagccgaa agcataagcg aagaagaagt 

121 cgctcctggt caagtagcag tgaccggaca aggcggcggc ggagggagga cagctaccac 

181 gttcggtccc gaagcagcta tgatgaccat tcgtccgatc ggcggctgta cgatcggcgg 

241 tactgtggca gctacaggcg caatgactac agccgggaca gaggggaggc ttactacgac 



301 acagactttc ggcagtccta tgaataccat cgagagaaca gcagttaccg aagccagcgc 

361 agcagccgaa ggaaacacag aaggcggagg agacggagcc ggacattcag ccgctcatct 

421 tcacacagca gccggagagc caagagtgta gaggacgacg ctgagggcca cctcatctac 

481 cacgtcgggg actggctaca agagcgatat gaaattgtaa gcaccttagg agaagggact 

541 tcgggccgag ttgtgcagtg tgtggaccat cgcaggggcg gaacacgagt tgccctgaag 

601 atcattaaga atgtggagaa gtacaaggaa gcagcccgac tagaaatcaa cgtgctggag 

661 aaaatcaatg agaaagatcc tgacaacaag aacctctgtg tccagatgtt tgactggttt 

721 gactaccatg gccacatgtg tatctccttt gagcttctgg gccttagcac cttcgatttc 

781 ctcaaagaca acaactacct gccctacccc atccaccaag tgcgccacat ggccttccag 

841 ctctgccagg ccgtcaagtt cctccatgat aacaagttga cacatacgga cctcaaacct 

901 gaaaatattc tgtttgtgaa ttcagactac gaactcacct acaacctaga gaagaagcga 

961 gatgagcgca gtgtaaagag cacagccgtg cgggtggtgg acttcggcag tgccaccttt 

1021 gaccacgaac accatagcac cattgtctcc actcgccatt accgagcccc cgaggtcatc 

1081 ctggagttgg gctggtcaca gccatgcgat gtatggagca taggctgcat catctttgag 

1141 tactacgttg gcttcaccct cttccagacc catgacaaca gagagcatct agccatgatg 

1201 gaaaggatcc tgggtcctgt cccttctcgg atgatcagaa agacaagaaa acagaaatat 

1261 ttttatcggg gtcgcctgga ttgggatgag aacacctcag ccggccgcta cgttcgtgag 

1321 aactgcaaac ctctgcggcg gtatctgacc tcagaggcag aggaccacca ccagctcttc 

1381 gatctgattg aaaatatgct agagtatgag cctgctaagc ggctgacctt aggtgaagcc 

1441 cttcagcatc ctttcttcgc ctgccttcgg actgagccac ccaacaccaa gttgtgggac 

1501 tccagtcggg atatcagtcg gtgacaatta ggctgggc 
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